Obesity is a complex disease of great public health significance worldwide: It entails several complications including diabetes mellitus type 2, cardiovascular dysfunction and hypertension, and its prevalence is increasing around the world. The pathogenesis of obesity is closely related to reactive oxygen species. The role of reactive oxygen species as regulatory factors in mitochondrial activity in obese subjects, molecules taking part in inflammation processes linked to excessive size and number of adipocytes, and as agents governing the energy balance in hypothalamus neurons has been examined. Phytotherapy is the traditional form of treating health problems using plant-derived medications. Some plant extracts are known to act as anti-obesity agents and have been screened in in vitro models based on the inhibition of lipid accumulation in 3T3-L1 cells and activity of pancreatic lipase methods and in in vivo high-fat diet-induced obesity rat/mouse models and human models. Plant products may be a good natural alternative for weight management and a source of numerous biologically-active chemicals, including antioxidant polyphenols that can counteract the oxidative stress associated with obesity. This review presents polyphenols as natural complementary therapy, and a good nutritional strategy, for treating obesity without serious side effects.
Introduction
Plant-based therapy and supplementation are common complementary treatments in various health problems. Several plant compounds may play a unique role in managing a number of diseases, and in vitro and in vivo studies have found some to exert positive effects against obesity. This effect has been attributed to the effects of numerous active compounds on the modulation of various signaling pathways. Thanks to their safety and extended efficacy, plant compounds are regarded as alternatives to traditional pharmaceuticals for treating obesity, or as the basis for the development of new pharmaceutical agents [1] . other proteins. In addition, the disruption of the uptake and storage of nutrients, together with the insulin signaling pathway managing the accumulation of lipids and free fatty acids leads to the development of metabolic disorders [41] . Furthermore, transcriptional activation of fatty acid biosynthesis and metabolic reprogramming to glycolysis caused by mitochondrial abnormalities and decreased mitochondrial DNA result in significantly greater formation of lipid droplets [45] . Damaged mitochondria can be removed via a process called mitophagy [46] and replaced by new ones through another process closely linked to ROS production [47] . The upregulation of mitochondrial functions in obesity is associated with metabolic alterations, low-grade inflammation [48] and dysregulated responses of the hypothalamic neurons controlling energy homeostasis to changes in glucose level [49] .
Chronic Low-Grade Inflammation as a Result of Increased Adipocyte Number
Obesity is associated with chronic inflammation process. Adipose tissue not only stores fat but also plays a cell regulatory function using a complex network of endo, para and autocrine signals that influence the immune system response, among others. Adipocytes secrete several molecules, such as hormones, growth factors, enzymes, cytokines, complement factors and matrix proteins [50] . The anti-and pro-inflammatory proteins secreted from adipose tissue are called adipocytokines. Of these, adiponectin, transforming growth factor beta (TGFβ), interleukin (IL)-IL-10, IL-4, IL-13, and IL-1 receptor antagonist (IL-1Ra), and apelin are anti-inflammatory, whereas tumor necrosis factor-α (TNF-α), IL-6, leptin, visfatin, resistin, angiotensin II, and plasminogen activator inhibitor 1 are proinflammatory. The anti-inflammatory proteins mediate physiological functions while the proinflammatory ones stimulate inflammatory pathways [51] . In cases of obesity, the number and size of the adipocytes are increased, together with the secretion of various pro-inflammatory molecules, thus enhancing the pathological state [52] .
Adipogenesis is a complex process in a series of stages by with differentiation of precursor cells, mainly stem cells-derived, to mature adipocytes is mediated by numerous transcription factors, cell-cycle proteins, hormones, and small molecules. Potential redox-sensitive regulation of that pathways is mediated by receptor tyrosine kinases, peroxisome proliferator-activated receptor γ (PPARγ), PPARγ coactivator 1α (PGC-1α), AMP-activated protein kinase (AMPK), and CCAAT/enhancer binding protein β (C/EBPβ) [53] . In general, the studies indicate that ROS are involve in signal transduction and regulation of adipocytes differentiation, but the precise role remain unclear. NADPH oxidase is a crucial source of ROS in preadipocytes [54] . Activated insulin-like growth factor (IGF) receptor is a tyrosine kinase responsible for activation of downstream signaling pathways such as phosphatidylinositol 3-kinase (PI 3-kinase) and Ras-mitogen-activated protein kinase (MAPK) pathway [55] . ROS regulate MAPK activation, major regulator in cell growth and differentiation via oxidative modifications of important signaling proteins and inactivation of MAPK phosphatases [56] . PPARγ is a central regulator of adipogenesis [57] and there is an evidence that Cys285, located in the ligand-binding domain is redox-sensitive [58] . Another adipogenesis-related redox-sensitive signaling molecule is C/EBPβ, also taking part in that process as important regulator. It has been shown that ROS induce disulfide bond formation between Cys296 and Cys143 followed by dimerization of that transcription factor, additionally potentiating its activity [59] . Additionally, oxidative stress is related to increase expression of PPARγ, C/EBPβ [60] , and PGC-1α molecules. Therefore, redox imbalance in fat tissue may lead to abnormal mechanisms of adipocyte differentiation and its dysfunction in obesity.
Inflammation is considered as a collection of protective mechanisms developing in response to various factors, such as tissue damage, pathogens, harmful chemical and physical stimuli. Proinflammatory agents activate appropriate receptors and trigger intracellular signaling pathways, such as the mitogen-activated protein kinase (MAPK), nuclear factor kappa-B (NF-κB), and Janus kinase (JAK)-signal transducer, and activator of transcription (STAT) pathways. Two types of inflammatory responses are distinguished: acute or chronic. Acute immune response is terminated after the elimination of the causative agent and the restoration of homeostasis, while chronic inflammation persists for a longer period of time and can be caused by factors that cannot be eliminated [61] .
The alternation of immunity as a result of the excess proinflammatory agents generated in cases of obesity is known as chronic low-grade inflammation [52] . This inflammation is associated with various complications, including cardiovascular disease, diabetes mellitus, and cancer [62] . Although the precise relationship between obesity and inflammation is unclear, the strong link is known to exist between inflammation and ROS [63] .
A high-fat diet plays an important role in inflammation of the intestine, which is observed during obesity. Overweight people are characterized by different gut microbiome profiles to those of normal weight [64] , with the share of Gram-positive bacterial species tending to grow, resulting in higher levels of lipopolysaccharide (LPS) circulating in the intestine. These LPS are able to activate Toll-like receptors (TLR), resulting in the activation of the myeloid differentiation (MyD)-88 factor, tumor necrosis factor receptor-associated factor (TRAF)-6, IL1R-associated kinases (IRAK1, IRAK4) and the IκB kinase complex. That proteins activates various signaling cascades, including the transcription factors NF-κB, extracellular signal-regulated kinase (ERK), MAPK and c-Jun N-terminal kinase (JNK), resulting in the stimulation of the production of inflammatory cytokines, chemokines, and adhesion molecules [65] . Saturated fatty acids are the other ligands for the TLR4 receptors [66] , that do not directly bind but through fetuin A [67] or production of danger-associated molecular patterns (DAMPs) [68] and ceramides [69] .
ROS are also able to activate NF-κB signaling pathways. Hydrogen peroxide (H 2 O 2 ) affects the degradation of IκBα, an NF-κB inhibitor, through tyrosine phosphorylation [70] . After DNA binding, numerous enzymes are activated, including NADPH oxidase, cyclooxygenase-2, and arachidonate 5and 12-lipoxygenases; this potentiates ROS overproduction or releasing nitric oxide synthases and producing reactive nitrogen species in cells potentiates ROS-induced damage [71] . The presence of ROS upregulates the expression of TLR2 and 4, their related metabolic regulators IRF3 and IRF5, and their signature proinflammatory cytokines in human peripheral blood mononuclear cells via MAPK/NF-κB pathways [72] . Excess nutrition oversupplies skeletal muscle cells and induces NF-κB signaling pathways; this results in overproduction of ROS by interfering with mitochondrial function [73] .
Inflammasomes are innate immune system receptors and sensors that induce inflammation in response to pathogenic microorganisms and sterile stressors. They contain the nucleotide-binding domain leucine-rich repeat (NLR) protein, the apoptosis-associated speck-like protein containing a CARD adaptor protein (ASC) and caspase-1. After the formation of the protein complex, caspase 1 activate following the pro-inflammatory cytokines such as IL-1β and IL-18. Overexpression of NLR family pyrin domain containing 3 (NLRP3) and caspase-1 has been identified in obese mice [74] and human subjects [75] . ROS is essential for activation of inflammasome. A two-step mechanism has been proposed for the induction of NLRP3 inflammasomes in macrophages. The first is triggered by microbial or endogenous molecules, resulting in upregulation of that complex and pro-IL-1β expression via NF-κB induction [76] . The second is based on signals from numerous different pathways including ion fluxes, lysosomal destabilization, post-translational modifications of NLRP3 and ROS production. K + efflux is initiated by several activators such as ATP and particulate molecules. Accumulation of unsaturated fatty acids, characteristic of obesity, contribute to membrane decomposition followed by their disruption and NLRP3 activation via K + efflux [77] . The endoplasmic reticulum (ER) releases high levels of Ca 2+ from storage, resulting in mitochondrial dysfunction and the production of mitochondrial ROS. Additionally, Na + influx and Cl − efflux are also reported as important stimuli for the activation of the NLRP3 inflammasome. Also various activators, such as particulate matter, activate the NLRP3 inflammasome through lysosomal destabilization by inducing lysosomal rupture and cathepsin B release. This process can run in relation to K + efflux.
Two very common post-translational modifications of NLRP3, viz. phosphorylation and ubiquitination, may also predispose the NLRP3 inflammasome for activation. One of the first identified NLRP3 inflammasome activation agents are ROS [78] . A high fat diet and excess levels of fatty acids can also induce inflammasome in an AMP-activated protein kinase (AMPK)-autophagy-ROS-dependent manner [79] . The details of how this activation proceeds are unclear but one of the components of the inflammasome complex, NIMA-related kinase 7 (NEK7), may act as a ROS sensor [80] .
The ER plays an important role in the storage of glucose, protein, lipid metabolism, and calcium ions, and regulates several cellular processes, including inflammation and nutrient metabolism, via the unfolded protein response (UPR) signaling pathway. In numerous tissues and cell types, UPR activation may occur as a result of increased levels of free fatty acids, particularly saturated fatty acids. Moreover, UPR may by activated by changes in the lipid composition of the ER; this can lead to impairments in the activity of the sarco-/endoplasmic reticulum calcium ATPase followed by an imbalance in homeostasis. UPR may be also direct activated by three proteins localized in the ER: double-stranded RNA-dependent protein kinase-like ER kinase (PERK), inositol-requiring 1α (IRE1α) and, possibly, activating transcription factor-6α (ATF6α) [81] . UPR activation results in the activation of proinflammatory genes, including those encoding TNF-α, IL-1β, IL-6, IL-12p40, and cyclooxygenase-2 by primarily activating NF-κB, an important transcription factor of M1 macrophages [82, 83] . The NF-κB signaling pathway also regulates the activity of inflammasomes and induces transcriptional expression of NLRP3 [84] .
Many reactions housed within the ER generate ROS, particularly ER chaperones and oxidoreductases. Protein disulphide isomerase (PDI) is a multifunctional redox chaperone. PDI catalyzes disulphide bond formation via an isomerization process associated with sequential oxidation and reduction reactions: the mobile arm of PDI opens when oxidized and closes when reduced; the catalytic cycle is then completed by re-oxidation of PDI. The final re-oxidation is performed by several proteins, including flavin adenine dinucleotide (FAD) binding oxidases, oxidized glutathione, glutathione peroxidase 7 and 8, quiescin sulfhydryl oxidase and also protein endoplasmic reticulum oxidoreductin-1 (Ero1); these take part in an oxygen reduction reaction to produce H 2 O 2 . One mechanism of stress-related ROS induction by the ER involving PDI induction helps prevent protein misfolding [85] [86] [87] . In a study of 3T3-L1 adipocytes in mice fed a high-fat diet for 16 weeks, ER stress was found to be induced by ROS generation mediated by free fatty acids and excessive expression of inflammatory cytokines [88] .
Macrophages play an important role in the inflammatory process. Various mechanisms allow the infiltration of immune cells into obese adipose tissue, including adipocyte death, chemotactic regulation, hypoxia, and fatty acids flux [89] . The macrophage population is divided into activated macrophages (M1) and alternatively activated macrophages (M2). The M1 group is activated by interferon-γ alone or in combination with microbial stimuli or cytokines; it takes part in T helper type 1 (Th1) responses responsible for organ-specific autoimmune disorders. In contrast, the M2 group takes part in tissue remodeling, thus participating in the angiogenesis associated with tumor progression. M2 is activated by IL-4, IL-10, IL13, and IL-33. While M1 is a pro-inflammatory group that releases TNF-α, IL-1β, IL-12, and IL-23 upon stimulation whereas M2 is an anti-inflammatory group that secretes IL-10 and TGF-β [90] [91] [92] . Obesity state is characterized by a change of macrophage phenotype from M2 to M1, which propagates inflammatory cascades [93] .
It has also been suggested that adipose tissue exhibits a hypoxic phenotype due to impairment of oxygen delivery [94] . It has been found in obese mice that the inflammatory M1 polarity of macrophages is activated by hypoxia-related genes in an hypoxia-inducible factor 1-alpha (HIF-1α)-dependent or independent manner [95] . The presence of ROS promotes the proinflammatory M1 phenotype; M1 macrophage activation is correlated with dysregulation of the TNFα mediated inflammatory response. The binding of TNFα to the receptor initiates signaling cascades, including MAPK [96] and the IκB (IKK) kinase through NF-κB signaling pathway activation [97] . TNF-α increases ROS production by activating NAD(P)H oxidase, which releases O 2− in vascular tissue [98] . Elevated H 2 O 2 levels also initiate IKK activation and NF-κB signaling [99] . As the M1 proinflammatory phenotype is favored by the activation of the MAPK and NF-κB signaling pathways, their activation, combined with the presence of ROS, may shift the macrophage phenotype toward M1 and propagate the inflammatory cascade [97] . Other specific inflammatory agents also utilize ROS as a member of their signaling cascade [100] [101] [102] 
Regulation of Appetite and Energy Homeostasis
ROS also play an important role in the central nervous system as a signaling molecule. This is particularly true in the hypothalamus, where they are involved in the regulation of food intake and metabolism processes. They achieve this by exerting an effect on different types of neurons, such as proopiomelanocortin (POMC) neurons and agouti-related protein/neuropeptide Y neurons (NPY/AgRP) [18, 103] . POMC neurons use glucose as their main fuel and their activation reduces food intake and increases energy expenditure, whereas NPY/AgRP neurons use fatty acids as main fuel and their activation induces increased food intake and decreased energy expenditure [104] . This balance allows the above processes to be regulated. Mitochondrial ROS are present in the hypothalamus. During a positive energy state ROS are produced as a result of glucose, lipid, insulin, and leptin metabolism in POMC and NPY/AgRP neurons via Ca 2+ influx and mitochondrial activity. Elevated levels of intracellular ROS stimulates POMC neuron activity and decreases that of NPY/AgRP neurons, thus suppressing food intake and increasing energy expenditure. In a negative energy state, the NPY/AgRP neurons are more active; this decreases the level of ROS by blocking its release. Therefore, oxygen production must be balanced to maintain homeostasis. Overproduction of ROS is related to over-activation of the sympathetic nervous system and may be associated with metabolic disorders, including obesity and related disorders, such as diabetes mellitus type 2, hypertension and cardiovascular dysfunction [18, 103, 105] .
Obesity-In Vivo and In Vitro Plant Extract Studies

Obesity Cellular Models-In Vitro Studies
Adipocytes store fuel for the body in the form of neutral triglycerides, with these being converted into fatty acids and released when required. Although adipose tissue is mainly composed of adipocytes, it also contains pre-adipocytes, macrophages, endothelial cells, fibroblasts, and leucocytes. Adipocytes are divided into two general types: White and brown. White adipocytes are most common and possess a high capacity for energy storage. White and brown adipocytes develop from mesenchymal and skeletal muscle-like lineages, respectively [106] [107] [108] . Adipose tissue plays a very important role in the regulation of energy homeostasis by secreting adipokines, which take part in lipogenesis and lipolysis. In addition to its role as an energy store, white adipose tissue also plays an important role in mammalian physiology and is regarded as part of the endocrine system.
One of the in vitro screening strategies used in the analysis of the anti-obesity properties of natural plant extracts is based on the inhibition of lipid accumulation in 3T3-L1 pre-adipocyte cells by a quantitative Oil Red O dye method. The enlargement of adipose tissue is preceded by an increase in the number and size of adipocytes formed by adipogenesis from its fibroblastic preadipocyte precursor [109] . This mechanism is extremely important in obesity development. The differentiation process into mature cells involves treatment with several agents after growth arrest, including insulin, synthetic glucocorticoids and phosphodiesterase inhibitor [110] . Oil Red O is a dye that stains lipids and has been used in the quantitative analysis of adipocyte differentiation and intracellular triglyceride content [111] .
All experiments analyzed below were preceded by a cell viability test performed following incubation with an appropriate concentration of plant extracts. In each case, no cytotoxic effects were demonstrated. It was found that several active compounds from various plant species are able to block cell differentiation, suppress adipogenesis, and decrease lipid droplet accumulation and triglyceride level. Selected herb extracts with obtained chemical profile known to have anti-obesity properties, confirmed by experiment on 3T3-L1 cells, are given in Table 1 .
The anti-obesity properties of natural plant extracts can also be determined by porcine pancreatic lipase (PPL) in vitro activity assay. PPL hydrolyzes triacyloglycerol into diglycerides and subsequently into monoglycerides and free fatty acids, which process enable dietary fat to be directly and efficiently absorbed by the intestine [137] . To determine PPL inhibition, the plant extracts are pre-incubated with the enzyme, p-nitrophenyl butyrate is added as substrate and then the amount of p-nitrophenol released is determined spectrophotometrically [138] . The procedure typically uses Orlistat, a derivative of lipstatin, an inhibitor of gastric and pancreatic lipase which is widely used as antiobesity drug [139] . The anti-lipase activity of selected plant extracts is presented in Table 2 with characteristic, chemical profiles.
The data presented in Tables 1 and 2 demonstrate the potential value of the tested plant extract in treating obesity, as confirmed by in vitro studies.
Obesity Animal Models-In Vivo Studies
Animal models, typically Sprague-Dawley (SD) rats, Wistar rats and C57BL/6J mice, are commonly used in the assessment of the weight management potential of plant extracts. The subjects are first given the chance to acclimatize to the specified environmental conditions (appropriate temperatures, humidity, and light and dark cycle). Following this, the animals are typically divided into groups, with one group being fed a normal chow diet and the others being fed different variants of high fat diets containing all essential nutrients, vitamins, minerals and a surplus of fat in order to induce obesity. Measurements are taken at the beginning, over the course of the study and at the end. These measurements commonly consist of body weight, visceral fat and organ weight, and blood biochemistry, including total cholesterol and triglyceride level. Negative and positive control groups with the normal and high fat diet may be administered distilled water and orlistat, respectively. Table 3 presents a number of screened natural plants characterized by chemical profiles which may play a role in alleviating obesity in mouse or rat models. The value of plant extract in treating obesity, as confirmed by in vivo studies, are presented in Table 3 .
Obesity Human Model-In Vivo Studies.
Numerous plants contain bioactive substances that influence metabolism and fat oxidation. The following section presents selected plant extracts employed in in vivo human study that demonstrate potential in weight management.
An extensively-studied plant due to its anti-obesity properties is Camellia sinensis (L.) Kunzte from the Theaceae family; the species is widely used for making tea, the second most widely-consumed drink after water [182] . Basu et al. [183] examined the impact of green tea on body weight, glucose and lipid profile in 35 patients with obesity metabolic syndrome. The patients were divided into three groups: A control group consuming four cups water/day, a green tea group drinking four cups/day beverage and a supplementation group consuming two capsules/day. The study continued for eight weeks. A significant decrease in body weight and BMI were observed in beverage and supplementation groups as a consequence of elevated oxidation and lipolysis. Elsewhere, significant decreases of weight and BMI were also observed among patients consuming 150 mL green tea beverage two times a day for eight and 12 weeks compared to controls administered placebo [184] . The study included 99 subjects with a BMI of 24-35 and age between 18-50.
Hibiscus sabdariffa (L.), of the Malvaceae family, is widely grown in many countries and is consumed as a beverage [185] . Clinical trials found 12-week supplementation with H. sabdariffa to be associated with a reduction in body weight, BMI and body fat in thirty-six selected volunteers with BMI 27 (ages 18-65). The controls were treated with placebo consisting of 500 mg starch capsules, while the study group received capsules with 450 mg extract and 50 mg starch [186] .
Phaseolus vulgaris (L.) of the Fabaceae family is a legume originating from the American continent. Wild species can be divided into various sub-populations depending on specific geographical regions [187] . Sixty slightly overweight subjects (age 20-45) were divided into two groups: The study group receiving one capsule/day containing 445 mg of P. vulgaris beans extract and a control receiving placebo. After a 30-day study period, the supplemented group was found to have lost significantly more weight than the control group [188] . Similar results were obtained in a study of 101 people with BMI of 25-40 and ages between 20 and 50 years: in total, 50 subjects were included into the placebo group and 51 into the study group. Concentration of extract was 1000 mg and the duration of the experiments was sixty days. Again, the supplementation group was found to display significantly greater weight loss [189] .
Nigella sativa (L.), of the Ranunculaceae, originates from Asia but is now widely used plant throughout the word. The seeds have been used to treat various diseases and ailments and as flavoring in food. [190] . A three-month clinical study evaluated the efficacy of N. sativa supplementation on body weight changes. Men aged 30-45 with central obesity, i.e., a waist circumference > 90 mm, received two capsules of 750 mg extract twice a day, while a negative control group received matching placebo. Both groups consisted of 39 subjects. The results indicate that extract of N. sativa can induce significant body weight loss [191] .
Gynostemma pentaphyllum (Thunb.) Makino from the Cucurbitaceae family has been widely used in traditional Chinese medicine and as tea, a vegetable and a supplement in Asia, where it is commonly known as Jiao Gu Lan. In a 12-week human clinical trials on 80 subjects with a BMI ranging between 25-30, the study group receiving a 450 mg daily dose of G. pentaphyllum extract demonstrated significantly lower body weight and BMI compared to controls [192] .
Kaempferia parviflora (Wall. Ex. Baker) from the Zingiberaceae family is native to Thailand but is widely used in folk medicine in many countries. [193] . Seventy-six healthy subjects (BMI 24-30 kg/m 2 , age 20-65 years) were enrolled to the study and assigned into two groups. The study group received 150 mg of extract per day, whereas the control group was administered placebo. After 12 weeks, the study group demonstrated significantly greater reduction of body fat [194] .
Carum carvi (L.) from the Apiaceae family is well known medical plant widely used in Asia, Africa and Europe for food as spice [195] . Their property to weight management were evaluate on obese or overweight aerobic-trained female with BMI of 25-39.9 kg/m 2 and ages between 20 and 55 years. Study and control group consist of 3 persons per group and volunteers obtained 30 mL/day of extract or placebo, respectively. Eating habits and an aerobic training duration 180 min/week were not changed. Participant were examined for 90 days and after then, a significant reduction of body weight has been demonstrated.
Cissus quadrangularis (L.), from the Vitaceae family, is widely used medicinally in Asia and Africa [196] . The activity of C. quadrangularis formula, Cylaris was tested on 123 overweight and obese participants with BMI > 25 aged between 19-50. Subjects were divided into four groups: Obese with placebo, obese with two daily doses (514 mg each) of Cylaris, obese with formulation and diet (2100-2200 calories/day), and an overweight group with no diet. After eight weeks, the C. quadrangularis formulation appeared to be useful in weight reduction, regardless of diet [197] .
Ziziphus jujuba (Mill.) (Jujube), of the Rhamnaceae family, is commonly used in Chinese medicine, and its fruit, named dazao, is widely consumed in Asian countries [198] . The anti-obesity properties of the extract were evaluated on group of 83 participants aged between 20-57 after a three-month period of experiments. The volunteers were divided into three groups, one with normal weight and BMI 18.5-24.9, the second group included overweight subjects with (BMI 25-29.9) and the third group included obese subjects with BMI over 30. The participants were randomLy administered 5, 15, and 30 g of Z. jujuba powder. All participants lost weight, but weight loss was greatest in the second and third groups after administration of the highest analyzed dose [199] .
These plant extract appear to be good natural alternatives for obesity treatment.
Role of Polyphenols in Mitochondrial Activities, Inflammation and Sympathetic Nervous System Activity and Obesity Management via ROS Neutralization
Polyphenols are commonly known as the largest phytochemical molecules with antioxidant properties [200] . Mitochondrial dysfunction, hyperplasia and hypertrophy of adipose tissue linked to chronic low-grade inflammation process, over-activation of the sympathetic nervous system are related to ROS overproduction. The presence of high levels of ROS is known to play an important part in the etiology of obesity and overweight, and largely contributes to the related pathological outcomes. Damaged mitochondria must be replaced by new ones. The balance between autophagy and biogenesis is essential and influences several pathological conditions [201] . Some polyphenols have the ability to activate sirtuin 1 in vitro and are potential inducers of mitochondrial biogenesis via deacetylation-mediated PGC-1α activation [202] . Excess nutrient levels lead to mitochondrial abnormalities and ROS overproduction [203] . Increased adipocyte size and number results in the initiation of the inflammation process; however, polyphenols are able regulate the immunity response by influencing the synthesis of pro-inflammatory factors, such as cytokines, inhibiting TLR and regulating several inflammatory-related pathways, including NF-κB, MAPK, PI3K/AkT, IKK/JNK, and JAK/STAT. They also interfere with immune cell regulation, pro-inflammatory cytokine synthesis, and gene expression. Polyphenols are able to neutralize ROS by donating an electron or hydrogen atom, deactivating its precursor, chelation properties, exerting co-antioxidant activity with essential vitamins, inhibiting the oxidase and arachidonic acid pathways and upregulating SOD, CAT, and GPX enzymes [204, 205] . Polyphenols may act as nutraceuticals preventing hypothalamic inflammation and allowing the regulation of energy balance [206] .
The in vitro and in vivo studies reviewed above demonstrate that antioxidants, such as polyphenols offer potential in weight reduction and that beneficial dietary strategies may suppress oxidative stress and prevention obesity, related mitochondrial dysfunction, inflammation, and over-activation of the sympathetic nervous system.
Conclusions
The plant kingdom is a rich source of active components with a range of biological activities; some of which are polyphenols which have demonstrated anti-obesity properties. Obesity is a significant widespread health problem. Currently, most of the world's population live in countries where overweight and obesity kills more people than underweight. Even nowadays, despite a range of surgical and pharmacotherapeutic treatments, no efficient risk-free weight management treatment exists. Lifestyle modification, change of diet and increased physical activity are currently regarded as the best option. In addition, in vitro and in vivo data indicate that natural plant supplementation may provide increased health expectancy and significant weight loss through ROS neutralization; the latter can be achieved through their antioxidant capacity, and effects on mitochondrial biogenesis, reduction of inflammation and regulation of the sympathetic nervous system.
